Legends for Supplementary Figures
. SUMOylation facilitates RNAPII recruitment on the active promoters. Figure 1 are shown as individual experiments; in each case the purification of a promoter DNA fragment is given as the ratio of the indicated antibody to the IgG control antibody. The immunoprecipitating antibody was specific for unphosphorylated RNAPII (8WG16; top row), RNAPII with phosphorylated Ser5 on the carboxy-terminal domain (middle row), and SUMO-1 (bottom row).
Results from

Supplementary Figure S2. Mass spectrometry results of SUMOylated chromatin proteins in interphase.
Mass spectrometry results are shown for SAFB2 (panel A) and SAFB1 (panel B).
Peptides detected are in colored fonts; if the amino acid residue was sequenced in two directions, it is indicated in red font.
Supplementary Table S1 Gene ontology (GO) analysis of the SUMO-1 enriched chromatin binding proteins during S phase in HeLa cells.
Name p-value # Molecules
RNA posttranscriptional modification IL2  TCTGCCTGCTTTCTGTGAAACTCAA  GGACAAGCCTCATCCCAAACTCCA  EIF3F  GTTTCTCTTCGAACGCCGT  GAGCACTGAAATAGTCCCGC  RPS27  CAGGATTTCCGCTTTCGCTC  ACAGAACAGCGAGATCTCCG  RPL26  GACCTATGTCTCTCGGAGCG  GTTTTGCAATCCCTCGCAGT  RPL38  TGATCCTCGGCAGGCACCGT  CAGCAAGCAGCAACCGGGGA  RPL5  CGTCACTGGCGTGACCGTCC  CTGCGGAACAGAGACCGGCG  RPL7A  CCGCCGCCCAAGATGGTGAG  GGCAGCGGATACAGCCGGAA  RPL10A  GGCGCTCAGGACTGCGACAA  GCTCCTCGGTCCTACCCGCA  RPL3  CCTTCGGAGTGCACCAGCGG  TTGCTTTAGGGGCACGGGCG  RPL23  AATCCGCCAGCCACTGCACG  TTGCTCCGGCCACGTGAGGA  HSP27  GTTCCAGATGAGGGCTGAAC  TCTGGACGTCTGCTCAGAAA   siRNAs   Gene name  Sequence  Ubc9 CAAAAAAUCCCGAUGGCAC 
